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Objectives



 
NHSN Toolbar



 
Generate datasets



 
Helpful hints and tips



 
Describe the analysis output options (CDC- 
Defined Output)



 
Demonstrate modifications to the standard 
output options and exporting your data



 
Explain analysis interpretations



 
Introduce Standardized Infection Ratios (SIR)



NHSN Toolbar


 

Analysis


 

Generate Data 
Sets – first step



 

Output Options 
– where you’ll 
be performing 
analyses



Generate Datasets



 
First step in performing analysis in NHSN


 

Organizes data into defined set


 

“Freezes” data until next report generation


 
Each user has his/her own analysis dataset



 
May take several minutes



 

While it is loading, you will have a message on your 
screen with instructions to not close this page.  You can 
minimize it and continue working, but do not close the 
loading page or shut off your computer during this time.



Generate Datasets


 

You will see:



 

The date that you last 
generated a new dataset.



 

If no new data has been 
added, you won’t need to 
generate a new dataset.



 

If you have added new 
information since your last 
generation, you will 
receive the pop-up 
message shown on this 
screen. You can decide 
which option to choose.



Helpful Hints and Tips


 

Only generate new datasets if you want 
to include the data most recently input


 

An individual facility will probably want to 
generate a new dataset every time


 

Always use the NHSN back button at the 
bottom of the screen – NOT your internet 
back button


 

Don’t be afraid to play around – you 
won’t hurt any of your data!



CDC-Defined Output 
After generating datasets



 

This is the analysis treeview


 

Press “expand all” to see all of the possible analysis options within this 
section of NHSN



 

Press “collapse all” to bring the expanded folders back to the picture on this 
screen



 

Click on any of the folders to expand them individually


 

This will bring you to a “CDC Output” folder, which you can expand further to 
conduct your analyses



Available Outputs



 
Linelist:


 

Linelist: Provides detailed information on different 
aspects of the data you’re observing



 

You can create a Linelist within:


 

Device-Associated Modules


 

Procedure-Associated Modules


 

MDRO/CDI Modules: LabID and Surveillance Reporting


 

Vaccination Module


 

Advanced Module



Linelist - CLABSI



Available Outputs



 
Rate Table:


 

Rate Table: Provides information to calculate rates 
within your data as well as basic aggregate rates 
calculated by NHSN



 

You can create a Rate Table within:


 

All Device-Associated Modules


 

Procedure-Associated Module: Specific Procedures


 

MDRO/CDI: All Specific LabID or Infection Surveillance 
Modules



 

MDRO/CDI: All Process and Outcome Measures


 

Vaccination Module


 

Advanced Module:


 

Event-Level Data


 

Procedure-Level Data


 

Summary-Level Data



Rate Table - CLABSI



Available Outputs



 
Bar Chart/Pie Chart:


 

Chart: Provides basic bar and pie charts – if you 
want more advanced graphing capabilities, it is 
recommended to export your data to excel or other 
programs



 

You can create charts within:


 

All Device-Associated Events


 

All Procedure-Associated Events


 

MDRO/CDI Module: 


 

Infection Surveillance


 

LabID Event Reporting


 

Vaccination Module


 

Advanced Module


 

Summary-Level Data



Charts - CLABSI



Available Outputs



 
Frequency Table:


 

Frequency Table: Provides frequency of a variable 
compared to another variable (example: number of 
MRSA cases at different onset times)



 

You can create Frequency Tables within:


 

All Device-Associated Modules


 

All Procedure-Associated Modules


 

MDRO/CDI Module:


 

Infection Surveillance


 

LabID Event Reporting


 

Vaccination Module


 

Advanced Module


 

Event-Level Data


 

Procedure-Level Data



Frequency Table - CLABSI



Available Outputs



 
SIR


 

Provides the Standardized Infection Ratio for your 
facility for specific outcomes



 

You can create SIRs within:


 

Device-Associated Module:


 

CLABSI


 

Procedure-Associated Module:


 

SSI



 
*Note: this is currently what is available – 
these options may be made available for more 
modules as more facilities participate with 
NHSN



SIR - CLABSI



CDC-Defined Output



 

Click “Run” to view 
any analysis with 
pre-defined settings 


 

This will provide a 
cumulative output



 

Clicking only the 
“Run” button will 
produce a pop-up 
output screen of the 
output (linelist, 
frequency table, 
etc…) with all default 
specifications



Modify the Output



 

Click “Modify” to 
change the settings 
of your output


 

This will allow you 
to change the time 
period, variables, 
and sort your output



 

You can export your 
data after 
modifications 
(rather than just 
having a pop-up 
output screen)



Modification Screen



 
Entire Modification 
Screen


 

This sample is 
from a “line listing” 
output type



 

We will cover the 
modification 
screen in three 
sections:


 

Attributes (top part)


 

Filter (middle part)


 

Run/Export 
(bottom part – not 
shown here)



Modification Screen


 

Attributes (section 1):



 

Output Name: If you export your 
data, this will change the file 
name. You can leave this as-is, 
or type in your own created 
name.



 

Output Title: If you run or export 
your data, this will change the 
title at the top of the page. You 
can leave this as-is, or type in 
your own created title.



 

Output Format: Default is HTML  


 

Allow pop-ups from .cdc.gov 
when you are using HTML format



Modification Screen


 

Filter (Section 2)


 

Date variable:


 

Can specify by specific date, 
month, quarter, half year, or full 
year. These variables are found 
in a drop-down menu under 
“Date Variable”.



 

Other Selection Criteria


 

Can filter by location, event 
type, age of patient, 
etc…These variables and 
options can be found in a drop- 
down menu in the table.



 

Other Options


 

These are different for linelist, 
rate, graph, etc…(the displayed 
sample is from a linelist output)



Exporting Data



 

At the bottom of the screen:


 

Click “Run”: will provide a new screen with output


 

Click “Save As”: will save your modifications for later use


 

Click “Export Output Data Set”: will export your data in a format of your choice


 

Clicking on the bottom “Export Output Data Set” is recommended!



 

Run/Export (Section 3)


 

At the top of the screen:


 

“Export Analysis Data Set”: will export all data as-is without any modifications or NHSN 
aggregate data (generally not recommended)



Analysis


 

Now that you’ve output your data…

…what does it mean??



Analysis


 

Linelist: Provides detailed information on different aspects of the 
data you’re observing



 

Rate Table: Provides information to calculate rates within your 
data as well as basic aggregate rates calculated by NHSN



 

Chart: Provides basic bar and pie charts – if you want more 
advanced graphing capabilities, it is recommended to export your 
data to excel or other programs



 

Frequency Table: Provides frequency of a variable compared to 
another variable (example: number of MRSA cases at different 
onset times)



 

SIR: Provides the Standardized Infection Ratio for your facility for 
specific outcomes



Linelist – Screen Shot of Modifications



Linelist – Screen Shot



Rate Table – Screen Shot of Modifications



Rate Table – Screen Shot



Interpreting Your Analysis



 
Rate Tables 


 

Example: Device-Associated Module


 

Eventtype: which type of event is being 
analyzed



 

Inf: number of infections in your facility


 

Numddays: number of device days in your 
facility



 

Rate: your facility’s rate per 1,000 device days


 

NHSN mean: NHSN rate per 1,000 device days 
in a facility/unit like your own (source of the 
aggregate data will be on the footer for each rate 
table)



Interpreting Your Analysis



 

Example: Device-Associated Module


 

Incidence Density P-value: demonstrates if your rate is 
significantly different from the national rate. It is common 
practice that if a p-value is <0.05, the values are 
considered significantly different (either higher or lower) 
than your hypothesized variable (typically the national 
value, especially in NHSN calculations). 



 

Incidence Density Percentile: what percentile your data 
is in all of NHSN. For example, if your Incidence Density 
Percentile is 23, then your value is in the 23rd percentile 
nationally. This means that you have a higher value than 
22% of all facilities, and 77% of facilities have a higher 
value than your facility.



Interpreting Your Analysis



 

Example: Device-Associated Module


 

Device: Which device is being analyzed


 

Numpatdays: number of patient days in your facility


 

DU (Device Utilization Ratio):                                    
device days / patient days (in your facility)



 

NHSN DU Mean: NHSN DU from the aggregate data 
shown at the footer of the rate table



 

P-value: test to see if your facility’s DU is 
significantly different from the NHSN DU



 

P-percentile: the percentile your facility’s DU ranks 
in all of NHSN



SIR



 
Standardized Infection Ratio (SIR)


 

SIR = observed # infections / predicted # infections


 

More NHSN SIR information can be found at: 
www.cdc.gov/nhsn/PDFs/Newsletters/NHSN_NL_O 
CT_2010SE_final.pdf



 

Currently, MDCH analyzes SIR data from CLABSIs and 
SSIs



 

Output Modifications: Similar to all other output 
modifications (linelist, rate table, etc…)

http://www.cdc.gov/nhsn/PDFs/Newsletters/NHSN_NL_OCT_2010SE_final.pdf
http://www.cdc.gov/nhsn/PDFs/Newsletters/NHSN_NL_OCT_2010SE_final.pdf


SIR – Screen Shot of Modifications



SIR – Screen Shot of Output



SIR



 

Results display (CLABSI):


 

infCount: number of infections at your facility


 

numExp: number expected infections at a facility like yours


 

numCLDays: number of central line days


 

SIR = number of observed infections / number of expected 
infections


 

SIR p-value: displays significance of how similar or different your 
observed infections are to the expected



 

SIR 95% CI: if this interval encompasses 1, then your results are 
not significantly different than expected.  If it is greater than or 
less than one (without including it), then your results are 
significantly greater than or less than expected.



 

Generally will provide your overall SIR as well as by 
location/unit within your facility



SIR


 

Results Display (SIR for SSI):


 

Same as CLABSI with one additional result:


 

procCount: Procedure count is also included in 
your result screen (number of procedures at 
your facility)



Conclusions



 
There are many ways you can analyze your 
data – experiment with the different options!



 
Please feel free to contact me with any 
questions


 

Allison Gibson 


 

gibsona4@michigan.gov


 

517-335-8199

mailto:gibsona4@michigan.gov
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